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Collision induced dissociation

Argon gas
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e In the collision cell, the TRANSLATIONAL ENERGY of the ions is
converted to INTERNAL ENERGY.

* Collision conditions (FRAGMENTATION) is controlled by altering:

* The collision energy (speed of the ions as they enter the cell)
 Number of collisions undertaken (collision gas pressure)



Product ion scanning
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Product ion scanning

Product lon Spectrum: Progesterone
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Full Scan Acquisition Mode

Sirolimus: MS Spectrum
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Single ion monitoring (MS)

Sirolimus:
C-MS (SIM) vs LC-UV
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Full Scan Acquisition Mode

Sirolimus: MS Spectrum
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Product ion scanning
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lon scanning
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Multiple Reaction Monitoring
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Multiple Reaction Monitoring

Sirolimus

C-MS(SIM) vs LC-MS/MS (MRM)

100 100- |
| | u
3ug/L 0ug/L
mn I

| \ H\

" % = % Al
SIRm/z821 | |
|
] 1 |
0= h (0 J" ;
100- | 100 ﬁ
| | |
| |

‘\

| |

| ‘\

% | % I
MRM m/z 821>768 | | | |
, | |

|| ||

] | |

1.00 1.00

1.50



